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According to a research study conducted by Park et al, the most frequent species of
bacteria found in buildings damaged by water are actinomycetes (which includes
actinomycetes and mycobacteria); this is the type of bacteria that produces biotoxins
similar to mycotoxins from mold.
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e These Gram-positive bacteria normally colonize the
human mouth, digestive, and genital tracts.

e Men are more frequently affected than women.
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THE NATURAL How’s it tested?
L CHOICE—3

 Based in next-generation DNA sequencing

 Based on the microbial identification of all
bacteria in the sample

» Developed to identify 40 main species of
Actinomycetes in Building-related Diseases

e Species included in score have been
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Color-coded interpretation
19 or below Indicative of a Healthy Building

Further investigation needed ( For CIRS Patient only )

Suggestive of Building Related lliness.

Table 1 % L
Summary of total bacteria’s species

Bacteria Types
Totals 1,211
Pt 5 ] Bat | In the figure to the left, an actinomycetes
 Actinomycetales | Types panel was run where a score is given to
Totals 256 .
Pathogenic 2 | Box2 the sample areas based on four different
Selected actinomycetales found | categories. Each score is
bt indicative of a different living
| Totals 7 condition, much like with the ERMI and
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